Experimental
Crystal data Table 1 Hydrogen-bonding geometry (Å , ) and unitary motifs. (ii) x þ 1; y; z; (iii) Àx þ 1; Ày þ 1; Àz þ 1; (iv) Àx þ 1; Ày; Àz þ 1; (v) Àx; Ày; Àz þ 1; (vi) Àx; Ày þ 1; Àz; (vii) Àx þ 1; Ày; Àz; (viii) x À 1; y; z. Motifs: R = ring; D = finite patterns.
Data collection: CAD-4 Software (Enraf-Nonius, 1989 ); cell refinement: DENZO and SCALEPACK (Otwinowski & Minor, 1997) ; data reduction: DENZO and SCALEPACK; program(s) used to solve structure: SIR92 (Altomare et al., 1993); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: WinGX (Farrugia, 1999) , PARST97 (Nardelli, 1995), Mercury (Macrae et al., 2006) Technical support (X-ray measurements at SCDRX) from Université Henry Poincaré, Nancy 1, is gratefully acknowledged.
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Comment
Hydrogen bonds play a crucial role in supramolecular organization (Jeffrey, 1997; Nangia & Desiraju, 1998) . Knowledge of hydrogen-bond geometries (Taylor & Kennard, 1984; Murray-Rust & Glusker, 1984) and motif formation is vital in the modeling of protein-ligand interactions (Tintelnot & Andrews, 1989; Böhm & Klebe, 1996) . The supramolecular networks become especially interesting when the cation and anion can participate in hydrogen-bonding. In this regard previous studies have been concerned with organic salts of carboxylic acids (Bendjeddou et al., 2003) , Cherouana et al., 2003) . The asymmetric unit of (I) (Fig. 1 ) contains two carboxyanilinium cations (A and B), two perchlorate anion and one water molecule.
A proton transfer from the perchloric acid to atom N1 and N2 of m-carboxyalinine resulted in the formation of salts.
1-Supramolecular organization:
The structure is formed by double anionic and cationic chains that extend along the b axis, giving rise to layers parallel to the plane (b, c). Chains of water molecules are sandwiched between the anionic double chains (Fig2.).
1-1-Overview.
The supramolecular architecture is generated by the nineteen independent interactions of the Table 1 (Bernstein et al., 1995) (Table 1. ).
1-2-The O-H···O hydrogen-bonded network
The carboxylic acid groups at the opposite end of the carboxyanilinium cations forms a centrosymmetric hydrogen-bonded dimers with its counterpart in a cation from an adjacent ribbon and are centered at (0 1/2 0) and (1/2 0 0) respectively for cation A and cation B (Fig. 3) . These interactions lead to the graph-set motif R The junction between the cationic entity is consolidated by five weak independent C-H···O hydrogen bonds via the perchlorate anions, forming an alternating of R Figures Fig. 1 . The asymmetric unit of (I), showing the crystallographic numbering scheme. Displacement ellipsoids are drawn at the 50% probability level and H atoms are shown as spheres of arbitrary radii. 
Bis(3-carboxyanilinum) bis(perchlorate) monohydrate
Crystal data (7) 0.0011 (6) 0.0004 (6) −0.0058 (6) C22 0.0168 (7) 0.0145 (7) 0.0122 (7) −0.0008 (6) 0.0022 (6) −0.0043 (6) C23 0.0138 (7) 0.0128 (7) 0.0130 (7) 0.0003 (6) −0.0009 (5) −0.0024 (6) C24 0.0147 (7) 0.0125 (7) 0.0112 (7 Symmetry codes: (i) -x+2, -y+1, -z+1; (ii) x+1, y, z; (iii) -x+1, -y+1, -z+1; (iv) -x+1, -y, -z+1; (v) -x, -y, -z+1; (vi) -x, -y+1, -z; (vii) -x+1, -y, -z; (viii) x-1, y, z.
Geometric parameters (Å, °)

